Based on the N-terminal sequencing data, three isoforms of rice homologues of grass group II pollen allergens (Ory s 2) were identified and further characterized using bioinformatics and immunochemical techniques. Polyclonal antibodies were produced against Ory s 2 isoforms using gel-separated proteins as the antigen. Immunoblot analysis revealed that Ory s 2 proteins are pollen specific and accumulated to high abundance at mature pollen, indicating their possible involvement in fertilization process. Immunochemical analysis also showed that rice group II allergens do not possess cross-reactivity with group II allergens of other grasses.
This study produced valuable molecular data to provide some insight into the global changes of protein expression accompanying pollen development, and identified some developmentally regulated protein markers which have potential practical application to other research projects. From the promising results of this proteomic study it can be expected that our understanding of complex biological processes in plant development will be enhanced with the availability of a fully annotated rice genome and the application of integrated systems biology research approaches.
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